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Human 3000 million bases (80,000 to 100,000 genes)

Mouse3000 million bases (50,000 to 100,000 genes)



Drosophila (fruit fly) 165 million bases (15,000 to 25,000 genes)
Nematode (roundworm)100 million bases (11,800 to 13,800 genes)
Yeast (fungus) 14 million bases (8355 to 8947 genes)

E. coli (bacteria)4.67 million bases (3237 genes)

H. influenzae (bacteria)1.8 million bases

M. genitalium (bacteria)0.58 million bases
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Human Genome Project Information - http://www.ornl.gov/hgmis/

Human Genome Resources - http://www.ncbi.nlm.nih.gov/genome/guide/

Human Genome Organization (HUGO) - http://www.gene.ucl.ac.uk/hugo/

Celera Genomics - http://www.celera.com/

Virtual Library: Genetics - http://www.ornl.gov/hgmis/genetics.html




